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. Overview

e use release 5.0.0int4 (new default COT Alignment)

e use Alignment “100034 13 TEST" and "150034 13
TEST"

e adjust beamlines by move in global

e rerun Production on the Fly

e dataset: jbotOh (J/¢¥ — uu)
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. Mass Resolution
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BT — J /9K width improves from 14.9 to 12.4 MeV.
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. Impact Parameter Resolution
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def Tracks.
mp- — Mp+ improves from 3.2 MeV to
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Recap
What we've learned so far

e resolutions improve

e some pathologies are reduced

Now for the interesting part ..
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defTracks. = 777
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Pathology still present
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Conclusion

obvious improvements

better resolutions

ess pathologies in def

some problems shifted

understanding A cot
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